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W English -

570 International Organization for Standardization
Great things happen when the world agrees

Standards All about 1ISO Taking part Store Searc Q

Who develops standards ~ Deliverables Get involved Resources

# > Taking part > Who develops standards > Technical Committees > 1SO/TC 276

ISO/TC 276
Biotechnology

About

Secretariat: DIN
& Secretary: Mrs Dipl.-Ing Lena Krieger

Quick links

& Work programme
Drafts and new work items

2 Chairperson (until end 2019): Mr Dr Ricardo Gent
@ Business plans
2 1S0 Technical Programme Manager @ : Mr Antoine Morin TC Business plans for public review

2 IS0 Editorial Programme Manager @ : Dr Leo Vita-Finzi
@ Working area

Creation date: 2013 on ISOTC and Public information folder

@ 1S0 Electronic applications

Scope IT Tools that help support the standards
development process

Standardization in the field of biotechnology processes that includes the following topics:

« Terms and definitions;

« biobanks and bioresources;

« analytical methods;

« bioprocessing;

« data processing including annotation, analysis, validation, comparability and integration;

« metrology.
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[22! 3] ISO/TC 215 EH|0| 3|

W English ~

74 International Organization for Standardization
Great things happen when the world agrees

Standards All about 1SO Taking part Store Searc Q
Who develops standards ~ Deliverables Get involved Resources

Technical Committees Other bodies Organizations in cooperation

ISO/TC 215

Health informatics

About P
Quick links
Secretariat: ANS|

2 Secretary: Ms Diana Warner & Work programme
Drafts and new work items

2 Chairperson (until end 2020): Mr Michael Glickman
@ Business plans

4 1S0 Technical Programme Manager @ : Dr Mary Lou Pelaprat TC Business plans for public review

A 150 Editorial Programme Manager @ : Mrs Laura Mathew
@ Working area

Creation date: 1998 on ISOTC and Public information folder

@ IS0 Electronic applications
Scope IT Tools that help support the standards

development process
Standardization in the field of health informatics, to facilitate capture, interchange and use

of health-related data, information, and knowledge to support and enable all aspects of the
health system.

Ctat ISO/TC 2150 M= Health IT ZEH0| CHSHA EES ZHESt A0 S 1807H2] &
T0| YHE[0f RO}, RUA|et HHAE BEE2 A2 2712 YHE[Of QACTH 2009EH0| EH
£l 1SO 25720 Health informatics - Genomic Sequence Variation Markup Language
(GSVML) (https://www.iso.org/standard/43182.html)2} 2017F0f| &HEl ISO/TS
20428 Health informatics - Data elements and their metadata for describing structured
clinical genomic sequence information in electronic health records (https://www.iso.
org/standard/67981.html)O|C}. ISO/TS 20428 HZE2 St20A F O 2 Il HEO
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Standards
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Resources
L7 Stare Overview Listserv Discussions
JEERY soin the primary listserv, or edit your subscription
Newsroom Mission
Jan 16 Clinical Genomics (Clinical Genomics)
326pm T RE:
Eviints This group supports the HL7 mission to create and promote its standards by enabling PR ETRE Teal tine Paltolo/ Bbans
th tion bet terested parties of the clinical and lzed Hi Kevin, &mbsp; Ifthe report is in NAACCR Vol V, version 4
Trining e communication between interested parties of the clinical and personalize format (HL7 v251) [which i optionaly supporied by CoPath a5
genomic data. The focus of clinical genomics work is the personalization (differences
s in ind... [More..] - _——— .
)\ Jan 16 Clinical Genomics (Clinical Genomics)
3 205m €T FW: real time pathology reports
U Learn More...

Jan 16 Clinical Genomics (Clinical Genomics)

mApm google doc for San Antonio WGM minutes
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fere:long ut
htos/docs google.com/document/d/1zMQUFCWIL

Documents and Presentations
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Igg Leam More.. RSS

1-10 of 224 Page: 123456 )
Quick Links Type rra— Modified * See this workgroup's Listservs or visit the Listserv Center.
Balloting @ 2017 1 03- HL7 V2 CG IG September - Merged Reconciliation Comments Jan 3, 2017 10:16 AM

BB #HR genomics - Overview of ballot comments 9.2016 - Amnon Dec 14, 2016 10:01 AM

Upcoming Calls

No upcoming calls at this time.

Document Center
§)  Heanng LossComexin 26 nd 30 Ful Gene Squencg anel Tst

Report_Rendered CDA xml Dec 13, 2016 6:46 AM

Join HL7
() HL7 DAM CGWG Clncal Sequencing 09Dec2016 (Vote Candidate) Dec 10, 2016 4:46 P4

Standards & RIM Conference Call Center...
$) L7 DAM CGWG Ciinical Sequencing 09Dec2016 (Vote Candidate) Dec 10, 2016 4:46 M

Tools & Resources. @] 2016 11 28 - Merged Reconciliation - Persuasive with Mod Dec 5, 2016 10:54 AM
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Sync for GenesO| UL},

[3% 5] HL7 FHIR Genomics Implementation Guidance ZH|O| |

/&‘K FHlR FHIR Release 3 (STU) q : ‘ﬂ7

Home  Getting Started Documentation ~ Resources Profiles Extensions  Operations Terminologies

'h Diagnostics -~ Genomics Implementer Guidance

Genomics Implementation Guidance

‘ Clinical Genomics t Work Group ‘ Maturity Level: 1 Ballot Status: Trial Use
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StA| Zettt= StAI QUCH GSVMIZ Y20M o2 BtE BEC 2 1A 0|F 2ot
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DICOM (Digital Imaging and Communications in Medicine) 0| &= Ax& NGS &2
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1 Information technology -- Genomic Information Representation -- Part 1: Transport
and Storage of Genomic Information (https://www.iso.org/standard/57795.html),
ISO/IEC CD 23902-2 Information technology -- Genomic Information Representation --
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HAXOI Q| A7 HAAAIKQ! Global Alliance for Genomics & Health (GA4GH) (https://
www.gadgh.org/), 2719|280 &2 SNOMED (https://www.snomed.org/)2} 22
St7| 2 st

‘S O AAMA FHA| BE RE 55| GAAGHO| 5T LRIt =], GAAGHE 2013 97i= 508 2| RHA| A7 L o=
o4 Jjtol| C3E 277t U0| IS0/ A ARISO| D0 TAE|0f 34 A 717422 5000{ 7|2+ Y 2,0000{H0] 7ti5t ChE
TC 215 Working Group 2 & 7|70}, 9o £2 HIgto2 S Glo[Efe] MYl 9= BOE AlFsin 0|2 £3t Cist
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Explanation of How We Work

Real:World DriverProlects GA4GH Driver Projects are real-world genomic \/7\*)

data initiatives that provide input on the
standards most needed for the international genomics
community to share data.

Discovery
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GA4GH Work Streams collaborate with Driver

Data Use &

Researcher IDs Projects to create the technical and regulatory

standards most needed by the international genomics
community.

F
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Genomic Knowledge

2L 42 QIC} https://www.gadgh.org/ Standards
docs/GA4GH-Connect-A-5-year-Strategic- SUnies) & Phandoplc

Data Capture

Technical Work Streams
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Driver Projects put finished frameworks and é
standards to immediate use.

Plan.pdf; https://www.ga4gh.org/news/
sAhZCeljS96QHhVPIYWWWA article;

http://www.frontlinegenomics.com/

Regulatory & Ethics

The GA4GH Partner Engagement initiative
aligns with global genormics organizations to

¢

ensure that GA4GH standards and tools are

collaborative and harmonized across efforts.

news/15583/ga4gh-unveil-new-five-year-
plan/
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6) https://www.gadgh.org/howwework/

workstreams/

[E 1] GA4GH?2| Technical Work Streams®
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g+A (Discovery)
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(Data Use & Researcher S Yooz Aap Hael 2st(harmonization)s £2

Identities, DURI) 310 7ts kA &t
° £0| 2 2et2C AL /o5t
22122 (Cloud) GA5 G GHS| Driver Project£0| 2[4lo] S2IRE tdS 2(Cfg
O+ UEE EF

BEI|U 2ASS e AlEl &2 A1H 2E9| APIs(Application
Programming Interfaces)E Sdlf 218 KXY E (reference
genomic information)Q| W32 7Hs51A 5t XA H|0|E{ 2
2E BME 7tsstA g

QA 2|A HZ(Genomic
Knowledge Standards)
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Scope - Clinical Sequencing using NGS

- HL7 DAM: Clinical sequencing

Use cases - GA4GH use cases

- Data QC

- Data representation

- Data exchange

- Data model for research

- Clinical template for EHRs
- Data infrastructure (cloud)
- Privacy & security

- Regulation

Action items

R EL

YU Z (precision medicine) & C|Z|E HAH 07t Zt&S BIOHAM HAHAO] HO|HE &
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HrS S5 W2 A A|0]| QS0 MAGHs =240| LRSICH (CT ATEQY0Qt 22 MS 24
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